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Project Description and Pilot Study for A Pathologist-Annotated
Al/ML Validation Dataset

High Throughput Truthing (HTT) of pathologist annotations as a reference
standard for validating artificial intelligence in digital pathology
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+ Pilot study data-collection target achieved (still open): information gained informs
future workflows, sizing for the pivotal study, and analysis e
+/ Feedback from MDDT program informs pivotal study population selection

Future Work and Collaborators Needed:
> NEED: of data collectors and physical slides for pivotal study
> NEED: Identification of host-sites for in-person data collection events with eeDAP
» To-Do: Identify subset of readers to serve as reference

» To-Do: Caleulate limits of agreement of an “algorithm” and check non-inferiority
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